
      FROG-kb: Forensic Resource/Reference on Genetics–knowledge base 
 http://frog.med.yale.edu/ 

 Haseena Rajeevan1,2, Usha Soundararajan1 , Kenneth K. Kidd1 

 1Department of Genetics and 2Center for Medical  Informatics 

  
FROG-kb (http://frog.med.yale.edu) is an open 
access web application that is useful for teaching 
and research relevant to forensics and can serve 
as a tool facilitating forensic practice.  The 
underlying data for FROG-kb are provided by the 
already extensively used and referenced ALlele 
FREquency Database, ALFRED 
(http://alfred.med.yale.edu).  In addition to 
displaying data in an organized manner, 
computational tools that use the underlying 
allele frequencies with user-provided data are 
implemented in FROG-kb.  These tools are 
organized by the different published SNP/marker 
panels available.  This web tool currently has 
implemented general functions for two types of 
SNP panels, individual identification and 
ancestry inference, and a prediction function 
specific to a phenotype informative panel for eye 
color. 
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Other SNPsets coming soon: 
-Additional Ancestry Informative SNPs from KIddLab 
-Qiagen Investigator DIPplex 30 INDEL panel  


