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structure of a MATa1 homeodomain-maltose binding protein chimera. Protein Sci. 2003;12(2):306-312.  
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SIRT4 inhibits glutamate dehydrogenase and opposes the effects of calorie restriction in pancreatic beta 
cells. Cell. 2006;126(5):941-954. 

40. Eddins MJ, Carlile CM, Gomez KM, Pickart CM, Wolberger C. Mms2-Ubc13 covalently bound to 
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mechanism. J Biol Chem. 2008;283(50):34833-34843.  

49. Wang T, Yin L, Cooper EM, M.Y. Lai, S. Dickey, Pickart, D. Fushman, K.D. Wilkinson, R.E. Cohen, 
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56. Berndsen CE, Wolberger C. A spectrophotometric assay for conjugation of ubiquitin and ubiquitin-
like proteins. Anal Biochem. 2011;418(1):102-10. 

57. Wiener R, Zhang X, Wang T, Wolberger C. The mechanism of OTUB1-mediated inhibition of 
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60. Guzzo CM, Berndsen CE, Zhu J, Datta A, Greenberg RG, Wolberger C, Matunis MJ. RNF4-
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