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Introduction
Chlamydomonas Peptidylglycine a—Amidating Monooxygenase

Analysis of the Chlamydomonas secretome

Chlamydomonas secrete cell wall components, lytic enzymes, enzymes involved in nutrient capture
and metal-binding proteins. Neuropeptides are known to play key roles in reproduction and nutrient

Chlamydomonas synthesizes amidated peptides

PHM activity is detected in CrPAM was identified in CrPAM mRNA expression
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