Sex- and Withdrawal-Dependent Proteomic Changes in Nucleus Accumbens and Prefrontal Cortex:
Insights into Synaptic Adaptations in Substance Use Disorders

Icahn
School of
Medicine at

Moupt Nash Family Department of Neuroscience and Friedman Brain Institute, Icahn school of Medicine at Mount Sinai, New York, USA
Sinail ’Yale/ NIDA Neuroproteomics Center, New Haven, USA

Yun Young Yim!, Arthur Godino!, Corrine Azizian', Rita Futamura!, TuKiet Lam?, and Eric J.Nestler!

NAc Male NAc Female

Background Conclusions & Future Directions

*  We conducted a whole-proteome analysis of synapses following the 7-
days 1njection model.

* Dysregulated signaling within reward-processing brain regions, such as
the nucleus accumbens (NAc) and prefrontal cortex (PFC), plays a critical
role 1n promoting drug-seeking behavior and relapse.

* Compared to our understanding of transcriptional responses to drugs of
abuse, our knowledge about changes in the proteomic landscape of
synapses 1s limited.
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 We 1dentified multiple synapse-enriched proteins that were either
induced or repressed n a brain region-, sex-, and WD-time-
dependent manner.
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