WEDNESDAY, JANUARY 20™, 2021 i}

9:00AM-1:00PM

STEVEN REILLY

BROAD INSTITUTE OF MIT & HARVARD
“Functional Characterization of Adaptive Alleles for Human Traits”

KAITLIN SAMOCHA

WELLCOME SANGER INSTITUTE
“Variation in context: leveraging patterns of rare genetic
variation and constraint to improve interpretation”

TARJINDER SINGH

BROAD INSTITUTE OF MIT & HARVARD
“Exome sequencing implicates risk genes for schizophrenia #
and provides mechanistic insights into disease biology”

XIN JIN

HARVARD UNIVERSITY

“How genes and environment shape brain developmen
in vivo Perturb-seq and beyond”

Register for Zoom Info
Contact: neltja.brewster@yale.edu



https://yalesurvey.ca1.qualtrics.com/jfe/form/SV_5u0M6fbuus5BrGR

